^GCTGGATGGTGGACTCAGAG^.CCAATAAAAATAAACTGCTTGAACATCCTTTGACTGGTT 

1 + + - + + + 60 

CGACCTACCACCTGAGTCTC1GGTTATTTTTATTTGACGAACTTGTAGGAAACTGACCAA 

AGCCAGTTGCTGATGTATAT1CAAGATGAGTGGATTAGGAGAAAACTTGGATCCACTGGC 

61 + + + + + + 120 

TCGGTCAACGACTACATATAAGTTCTACTCACCTAATCCTCTTTTGAACCTAGGTGACCG 

MSGLGENIiDPLA- 

CAGTGATTCACGAAAACGCA2ATTGCCATGTGATACTCCAGGACAAGGTCTTACCTGCAG 

121 + + + + +-. + 180 

GTCACTAAGTGCTTTTGCGT1TAACGGTACACTATGAGGTCCTGTTCCAGAATGGACGTC 

SD SRKRKliPCDTP GQGL TC S - 

TGGTGAAAAACGGAGACGGG^GCAGGAAAGTAAATATATTGAAGAATTGGCTGAGCTGAT 

180 + + + + + + 240 

jj ACCACTTTTTGCCTCTGCCCT CGTCCTTTCATTTATATAACTTCTTAACCGACTCGACTA 

j^GEKRRREQESKYIE .ELAELI- 

ATCTGCCAATCTTAGTGATA! TGACAATTTCAATGTCAAACCAGATAAATGTGCGATTTT 

2 4lP + + + + + + 300 

yp TAGACGGTTAGAATCACTAT£ ACTGTTAAAGTT AC AGTTTGGTC TATTT AC AC GCTAAAA 

SANLSDIDNFNVKPDKCAIL- 

Tfi AAAGGAAACAGTAAGACAGAIACGTCAAATAAAAGAGCAAGGAAAAACTATTTCCAATGA 

30Tf + + + + + + 360 

TTTCCTTTGTCATTCTGTCT2 LTGCAGTTTATTTTCTCGTTCCTTTTTGATAAAGGTTACT 

JSketvrqirqikeqgkti snd- 

' TGATGATGTTCAAAAAGCCGA.TGTATCTTCTACAGGGCAGGGAGTTATTGATAAAGACTC 

361 + + + -+ + — + 420 

ACTACTACAAGTTTTTCGGC1ACATAGAAGATGTCCCGTCCCTCAATAACTATTTCTGAG 

DDVQKADVSSTGQGVIDKDS- 

CTTAGGACCGCTTTTACTTCA.GGCATTGGATGGTTTCCTATTTGTGGTGAATCGAGAGGC 

421 + + + + + + 480 

GAATCCTGGCGAAAATGAAG1CCGTAACCTACCAAAGGATAAACACCACTTAGCTCTCCG 

LGPIiIjIiQAIjDGFIjFVVNREA- 

AAACATTGTATTTGTATCAG3AAATGTCACACAATACCTGCAATATAAGCAAGAGGACCT 

481 + + + + +— + 540 

TTTGTAAC ATAAAC ATAGTC1 TTTAC AGTGTGTT ATGG AC GTTATATTC GTTCTC wT JG A 

NIVFVSE NVTQYLQYKQEDL- 

GGTTAACACAAGTGTTTACA^.TATCTTACATGAAGAAGACAGAAAGGATTTTCTTAAGAA 

541 + + + + + + 600 

CCAATTGTGTTCACAAATGT1ATAGAATGTACTTCTTCTGTCTTTCCTAAAAGAATTCTT 
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VNTSVYNIIiHEEDRKDFLKN- 

TTTACCAAAATCTACAGTTAATGGAGTTTCCTGGACAAATGAG^CCCAAAGACAAAAAAG 

l ' + + + + + + 660 

AAATGGTTTTAGATGTCAAT1 ACCTCAAAGGACCTGTTTACTCTGGGTTTCTGTTTTTTC 

I* P K STVNGV SWTNETQRQK S - 

^CATACATTTAATTGCCGTAIGTTGATGAAAACACCACATGATATTCTGGAAGACATAAA 

x + + + + + + 72C 

GGTATGTAAATTAACGGCATJiCAACTACTTTTGTGGTGTACTATAAGACCTTCTGTATTT 

HTFNCRMLMK T PHDILEDIN- 

^CGCCAGTCCTGAAATGCGCCA-GAGATATGAAACAATGCAGTGCTTTGCCCTGTCTCAGCC 

x ; + + + + + + 78C 

GCGGTCAGGACTTTACGCGG1CTCTATACTTTGTTACGTCACGAAACGGGACAGAGTCGG 

ASPEMRQRYETMQCFALSQP- 

-ACGAGCTATGATGGAGGAAGGGGAAGATTTGCAATCTTGTATGATCTGTGTGGCACGCCG . 

x + + + + + + 84( 

r^TGCTCGATACTACCTCCTTCCCCTTCTAAACGTTAGAACATACTAGACACACCGTGCGGC 

J=RAMMEEGEDLQ SCMICVARR- 

^ATTACTACAGGAGAAAGAACATTTCCATCAAACCCTGAGAGCTTTATTACCAGACATGA 

^ + + + + + + 90< 

%0 GTAATGATGTCCTCTTTCTTG TAAAGGTAGTTTGGGACTCTCGAAATAATGGTCTGTACT 

jeittgertfp snpe sfitrhd- 
Ltctttcaggaaaggttgtcartatagatacaaattcactgagatcctccatgaggcctgg 

+ + + + + + 96 

Yj AGAAAGTCCTTTCCAACAGT 1 ! atatctatgtttaagtg actctaggaggtactccggacc 

Wlsgkvvnidtnslrssmrpg- 

5 CTTTG aagatataatccgaag gtgtattc agagattttttagtctaaatg atgggcagtc 
; f + + + + + + 10 

GAAACTTCTATATTAGGCTTCCACATAAGTCTCTAAAAAATCAGATTTACTACCCGTCAG 
F E DI IRRCIQRFF SLNDGQS - 

ATGGTCCCAGAAACGTCACTATCAAGAAGCTTATCTTAATGGCCATGCAGAAACCCCAGT 

?1 + + + + +--- + 10 

TACCAGGGTCTTTGCAGTGA1AGTTCTTCGAATAGAATTACCGGTACGTCTTTGGGGTCA 

WSQKRHYQEAYLNGHAETPV- 

- ATATCG ATTCTCGTTGGCTGi> TGGAACTATAGTGACTGC AC AG AC AAAAAGCAAACTCTT 

51 + * + + + + " 

TATAGCTAAGAGCAACCGAC1ACCTTGATATCACTGACGTGTCTGTTTTTCGTTTGAGAA 

YRFSLADGTIVTAQTKSKLF- 

CCGAAATCCTGTAACAAATGATCGACATGGCTTTGTCTCAACCCACTTCCTTCAGAGAGA 

41 + + + + + 12 

GGCTTTAGGACATTGTTTAC'IAGCTGTACCGAAACAGAGTTGGGTGAAGGAAGTCTCTCT 

RNPVTNDRHGFVSTHFLQRE - 
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ACAGAATGGATATAGACCAA^.CCCAAATCCTGTTGGACAAGGGATTAGACCACCTATGGC 

J201 + + + + + + 1260 

TGTCTTACCTATATCTGGTT1GGGTTTAGGACAACCTGTTCCCTAATCTGGTGGATACCG 

QNGYRPNPNPVGQG IRPPMA- 

TGGATGC AAC AGTTCGGTAGG CGGCATGAGTATGTCGCCAAACCAAGGCTTACAGATGCC 

1261 + + : + + + ' + 1320 

ACCTACGTTGTCAAGCCATCCGCCGTACTCATACAGCGGTTTGGTTCCGAATGTCTACGG 

GCNS SVGGMSMSPNQGLQMP- 

GAGCAGCAGGGCCTATGGCT1GGCAGACCCTAGCACCACAGGGCAGATGAGTGGAGCTAG 

1321 + + + +- + + 1380 

CTCGTCGTCCCGGATACCGM.CCGTCTGGGATCGTGGTGTCCCGTCTACTCACCTCGATC 

SSRAYGLADPSTTGQMSGAR- 

-GTATGGGGGTTCCAGTAACA1AGCTTCATTGACCCCTGGGCCAGGCATGCAATCACCATC 

1381 + + + + — ■ + + 1440 

CATACCCCCAAGGTCATTGT?..TCGAAGTAACTGGGGACCCGGTCCGTACGTTAGTGGTAG 

YGGS SNIASLTPGPGMQSPS — 

Q TTCCTACCAGAACAACAACTA.TGGGCTCAACATGAGTAGCCCCCCACATGGGAGTCCTGG 

144B + + + + + + 1500 

O AAGGATGGTCTTGTTGTTGA1ACCCGAGTTGTACTCATCGGGGGGTGTACCCTCAGGACC 

JsYQNNN YGL NMSSPPHGSPG- 

TCTTGCCCCAAACCAGCAGAR.TATCATGATTTCTCCTCGTAATCGTGGGAGTCCAAAGAT 

ISO'S + + + *+- + -*- 1560 

=E AGAACGGGGTTTGGTCGTCTI ATAGTACTAAAGAGGAGC ATTAGCACCCTCAGGTTTCTA 

pLAPNQQNIMISPRNRGSPKI- 

fj? AGCCTC AC ATCAGTTTTCTCC TGTTGC AGGTGTGC ACTCTCCCATGGCATCTTCTGGCAA 
156!T : + + + + + + 1620 

4f tcggagtgtagtcaaaagaggacaacgtccacacgtgagagggtaccgtagaagaccgtt 
Mashqfspvagvhspmas.sgn- 
tactgggaaccacagcttttccagcagctctctcagtgccctgcaagccatcagtgaAgg 

1621 + + +— + + + 1680 

atgacccttggtgtcgaaaaggtcgtcgagagagtcacgggacgttcggtagtcacttcc 
tgnh s f s s s s l SALQA I SEG 

TGTGGGGACTTCCCTTTTATCTACTCTGTCATCACCAGGCCCCAAATTGGATAACTCTCC 

1681 + + + + + + 1740 

ACACCCCTGAAGGGAAAATAGATGAGACAGTAGTGGTCCGGGGTTTAACCTATTGAGAGG 

VGTSLLSTLSSPGPKLDNSP- 

CAATATGAATATTACCCAACC AAGTAAAGTAAGCAATCAGGATTCCAAGAGTCCTCTGGG 

1741 + + + + + + 1800 

GTTATACTTATAATGGGTTGGTTCATTTCATTCGTTAGTCCTAAGGTTCTCAGGAGACCC 

NMNITQPSKVSNQDSKSPLG- 

CTTTTATTGC G ACC AAAATC C AGTG G AG AGTTC AATGTGTC AGTC AAATAGC AG AG ATC A 
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1801 + + -^- + + : — -+ i860 

GAAAATAACGCTGGTTTTAGGTCACCTCTCAAGTTACACAGTCAGTTTATCGTCTCTAGT 

FYCDQNPVESSMCQSNSRDH- 

-eCTCAGTGACAAAGAAAGTA^.GGAGAGCAGTGTTGAGGGGGCAGAGAATCAAAGGGGTCC 

1861 + + + + + + 1920 

GGAGTCACTGTTTCTTTCAT1CCTCTCGTCACAACTCCCCCGTCTCTTAGTTTCCCCAGG 

LSDKESKE SSVEGAENQRGP — 

TTTGGAAAGCAAAGGTCATA^AAAATTACTGCAGTTACTTACCTGTTCTTCTGATGACCG 

1921 + + +■ ■+ .-+— + 1980 

AAACCTTTCGTTTCCAGTATI TTTTAATGACGTCAATGAATGGACAAGAAGACTACTGGC 

L E SKGHKKLLQLLTC S S DDR- 

'GGGTCATTCCTCCTTGACCA^.CTCCCCCCTAGATTCAAGTTGTAAAGAATCTTCTGTTAG 

1981 1 — + — -— *+-- + + + + 2040 

CCCAGTAAGGAGGAACTGGT1 GAGGGGGGATCTAAGTTCAACATTTCTTAGAAGACAATC 

GHSSLTNSPLDSSCKE SSVS- 

"TGTCACCAGCCCCTCTGGAG1 CTCCTCCTCTACATCTGGAGGAGTATCCTCTACATCCAA ' 
2041_ - + + + + + + 2100 

Qacagtggtcggggagacctcagaggaggagatgtagacctcctcataggagatgtaggtt 

QVTSPSGVSSSTSGGVS STSN- 

^TATGCATGGGTCACTGTTACii AGAGAAGCACCGGATTTTGCACAAGTTGCTGCAGAATGG 

21011 + + + + + + 2160 

ATACGTACCCAGTGACAATG1 TCTCTTCGTGGCCTAAAACGTGTTCAACGACGTCTTACC 

"PmHGSIiIiQEK-HRIIiHKIiIjQNG- 

ogaattcaccagctgaggtagccaagattactgcagaagccactgggaaXgacaccagcag 

2161b] + + + + + + 2220 

rTcTTAAGTGGTCGACTCCATCGGTTCTAATGACGTCTTCGGTGACCCTTTCTGTGGTCGTC 

^NSPAEVAKITAEATGKDTS S- 

fflTATAACTTCTTGTGGGGACGGAAATGTTGTCAAGCAGGAGCAGCTAAGTCCTAAGAAGAA 

2221 + " + + -+ + + 2280 

ATATTGAAGAACACCCCTGCCTTTACAACAGTTCGTCCTCGTCGATTCAGGATTCTTCTT 

IT SCGDGNVVKQEQLSPKKK- 

-GGAGAATAATGCACTTCTTAGATACCTGCTGGACAGGGATGATCCTAGTGATGCACTCTC 

2281 + + + + + + 2340 

CCTCTTATTACGTG AAG AATC TATGGACGACCTGTC CCTACTAGG ATC ACTAC GTG AGAG 

ENNALLRYLIiDRDDP SDAL S - 

-TAAAGAACTACAGCCCCAAGTGGAAGGAGTGGACAATAAAATGAGTCAGTGCACCAGCTC 

2341 + + + + + 2400 

ATTTCTTGATGTCGGGGTTCS .CCTTCCTCACCTGTTATTTTACTCAGTCACGTGGTC J7 .3 

KELQPQVEGVDNKMSQCTSS- 

C ACC ATTC CTAGCTCAAGTC2 AG AGAAAGACCCTAAAATTAAG AC AG AG AC AAGTG AAG A 

2401 + + + + + + 2460 

GTGGTAAGGATCGAGTTCAG1 TCTCTTTCTGGGATTTTAATTCTGTCTCTGTTCACTTCT 
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TIPSSSQEKDPKIKTETSEE- 

GGGATCTGGAGACTTGGATAATCTAGATGCTATTCTTGGTGATCTGACTAGTTCTGACTT 

2461 + + + + + + 2520 

C C C TAG ACCTCTG AAC C T ATI AG ATCTACG AT AAG AAC C ACTAG AC TG ATC AAGACTGAA 

GSGDIiD-NLD AIIiGDIjTSSDF- 

TTACAATAATTCCATATCCTCAAATGGTAGTCATCTGGGGACTAAGCAACACpTGTTTCA 

2521 + + + + + — " + 2580 

AATGTTATTAAGGTATAGGAG TTTACCATCAGTAGACCCCTGATTCGTTGTCCACAAAGT 

YNNSI SSNGSHLGTKQQVFQ- 

'AGGAACTAATTCTCTGGGTT1 GAAAAGTTCACAGTCTGTGCAGTCTATTCGTCCTCCATA 

2581 + + + + + + 2640 

TCCTTGATTAAGAGACCCAAACTTTTCAAGTGTCAGACACGTCAGATAAGCAGGAGGTAT 

GTNSLGIiKSSQSVQSIRPPY-. 

^AACCGAGCAGTQTCTCTGG^TAGCCCTGTTTCTGTTXSGCTCAAGTCCTCCAGTAAAAAA 

2641 — + -+-- + + + + 2700 

ATTGGCTCGTCACAGAGACC1ATCGGGACAAAGACAACCGAGTTCAGGAGGTCATTTTTT 

OnRAVSIjDSPVSVGS SPPVKN- 

a^TCAGTGCTTTCCCCATGTlACCAAAGCAACCCATGTTGGGTGGGAATCCAAGAATGAT 

2 70 Lf- — + — -+ + + + -+ 2760 

^ATAGTCACGAAAGGGGTACAATGGTTTCGTTGGGTACAACCCACCCTTAGGTTCTTACTA 

^ I SAFPMIiPKQPMLGGNPRMM- 

^GGATAGTCAGGAAAATTATGGCTCAAGTATGGGTGGGCCAAACCGAAATGTGACTGTGAC 

2761-_ + + + + + + 2820 

OCCTATCAGTCCTTTTAATACCGAGTTCATACCCACCCGGTTTGGCTTTACACTGACACTG 

UD S Q E N Y G S S MG G P NR NVTVT - 

^TCAGACTCCTTCCTCAGGAG?.CTGGGGCTTACCAAACTCAAAGGCCGGCAGAATGGAACC 

282lSj + + + + + + 2880 

^AGTCTGAGGAAGGAGTCCTCTGACCCCGAATGGTTTGAGTTTCCGGCCGTCTTACCTTGG 

QTP S SGDWGLPNSKAGRMEP- 

TATGAATTCAAACTCCATGGGAAGACCAGGAGGAGATTATAATACTTCTTTACCCAGACC 

2881 + + + +- + + 2940 

ATACTTAAGTTTGAGGTACCCTTCTGGTCCTCCTCTAATATTATGAAGAAATGGGTCTGG 

MNSN SMGRPGGDYNTSLPRP- 

TGCACTGGGTGGCTCTATTCCCACATTGCCTCTTCGGTCTAATAGCATACCAGGTGCGAG 

2941 + + + + + + 3000 

ACGTGACCCACCGAGATAAGGGTGTAACGGAGAAGCCAGATTATCGTATGGTCCACGCTC 

ALGGS IPTLPLRSKS I PGAR — 

ACCAGTATTGCAACAGCAGCAGCAGATGCTTCAAATGAGGCCTGGTGAAATCCCCATGGG 

3001 (- + + + + *• 3060 

TGGTCATAACGTTGTCGTCG1CGTCTACGAAGTTTACTCCGGACCACTTTAGGGGTACCC 

PVLQQQQQMLQMRPGE IPMG- 
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AATGGGGGCTAATCCCTATGGCCAAGCAGCAGCATCTAACCAACTGGGTTCCTGGCCCGA 

3061 + + + + + + 3120 

TTACCCCCGATTAGGGATACCGGTTCGTCGTCGTAGATTGGTTGACCCAAGGACCGGGCT 

MGANPYGQAAASNQLGSWPD- 

" "TGGCATGTTGTCCATGGAACAAGTTTCTCATGGCACTCAAAATAGGCCTCTTCTTAGGAA 

3121 + + + + + + 3180 

ACCGTACAACAGGTACCTTG1 TCAAAGAGTACCGTGAGTTTTATCCGGAGAAGAATCCTT 

GML SMEQVSHGTQNRPLLRN- 

TTCCCTGGATGATCTTGTTGGGCCACCTTCCAACCTGGAAGGCCAGAGTGACGAAAGAGC 

3181 + + +- + + + 3240 

AAGGGACCTACTAGAACAACCCGGTGGAAGGTTGGACCTTCCGGTCTCACTGCTTTCTCG 

SLDDLVG PPSNLEGQSDERA- 

ATTATTGGACCAGCTGCACACTCTTCTCAGCAACACAGATGCGACAGGCCTGGAAGAAAT 

3241 + + + + + + 3300 

TAATAACCTGGTCGACGTGTGAGAAGAGTCGTTGTGTCTACGCTGTCCGGACCTTCTTTA 

LLDQIiHTLIiSNTDATGLEE I 

Q TGACAG AGCTTTG.GGCATTCC TGAACTTGTCAATCAGGGACAGGCATTAGAGCCCAAACA 

330=E +' 1 + + + + + 3360 

q ACTGTCTCGAAACCCGTAAGGACTTGAACAGTTAGTCCCTGTCCGTAATCTCGGGTTTGT 

y[ D' R A L 'G I PE LVNQGQAXiE PK Q — 

^ GGATGCTTTCCAAGGCCAAGAAGCAGCAGTAATGATGGATCAGAAGGCAGGATTATATGG 

336^ + + + + + + 3420 

4* CCTACGAAAGGTTCCGGTTCl TCGTCGTCATTACTACCTAGTCTTCCGTCCTAATATACC 

QDAFQGQEAAVMMDQKAGLYG- 

2-ACAGACATACCCAGCACAGGGGCCTCCAATGCAAGGAGGCTTTCATCTTCAGGGACAATC 

3421: + + + + + + 3480 

^2" TGTCTGTATGGGTCGTGTCCC CGGAGGTTACGTTCCTCCGAAAGTAGAAGTCCCTGTTAG 

QOqTYPAQGPPMQGGFHIjQ GQ S - 

ACCATCTTTTAACTCTATGA1GAATCAGATGAACCAGCAAGGCAATTTTCCTCTCCAAGG 

3481 + + + + + + 3540 

TGGTAGAAAATTGAGATACTA.CTTAGTCTACTTGGTCGTTCCGTTAAAAGGAGAGGTTCC 

PSFNSMMNQMNQQGNFPLQG- 

-AATGCACCCACGAGCCAACA1CATGAGACCCCGGACAAACACCCCCAAGCAACTTAGAAT 

3541 + + + + + + 3600 

TTACGTGGGTGCTCGGTTGTAGTACTCTGGGGCCTGTTTGTGGGGGTTCGTTGAATCTTA 

MHPRANIMRPRTNTPKQLRM- 

"GCAGCTTCAGCAvaAGGC TGC AGGGCC AGCAGTTTTTGAATC AGAGCCG ACAGGC ACTTGA ' 

3601 + L — 1 -4- : 4- 4-J 4- 3660 

CGTCGAAGTCGTCTCCGACG1CCCGGTCGTCAAAAACTTAGTCTCGGCTGTCCGTGAACT 

QLQQRLQGQQFLNQSRQALE- 

-ATTGAAAATGGAAAACGCTACTGCTGGTGGTGCTGCGGTGATGAGGCCTATGATGCAGCC 

* i ■ • 
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3661 + +-^^ + + + 3720 

TAACTTTTACCTTTTGGGATGACGACCACCACGACGCCACTACTCCGGATACTACGTCGG 

LiK ME N P TAGGAAVMR P MMQ P — 

- CCAGC AGGGTTTTCTTAATGC TCAAATGGTCGCCCAACGC AGCAGAGAGCTGCTAAGTCA 

3721 - '+ • + + + + + 3780 

GGTCGTCCCAAAAGAATTACG AGTTTACCAGCGGGTTGCGTCGTCTCTCGACGATTCAGT 

Q Q G F L N AQMVAQR S R E L L S H - 

TCACTTCCGACAACAGAGGG1GGCTATGATGATGCAGCAGCAGCAACAGCAGCAGCAGCA 

378! + + • L-+ 3840 

AGTGAAGGCTGTTGTCTCCCi^.CCGATACTACTACGTCGTCGTCGTTGTCGTCGTCGTCGT 

HFRQQRVAMMMQQQQQQQQQ- 

^CAGCAGCAbcAGCAACAGC^/ACAbcAACAGCi^CAGCAGCAACAGCAGCAAACCCAGGC 

3841 — — — — j +— i— -— ' + • — +--— • +- + 3900 

CGTCGTCGTCGTCGTTGTCGTTGTCGTTGTCGTTGTCGTCGTTGTCGTCGTTTGGGTCCG 

QQQQQQQQQQQQQQQQQTQA- 

- CTTCAGCTCCACCTCCTAATGI GACTGCTTCCCCCAGC ATGGATGGGCTTTTGGCAGGACC 

3901 ' ' + + + + + + 3960 

gpAAGTCGGGTGGAGGATTACA.CTGACGAAGGGGGTCGTACCTACCCGAAAACCGTCCTGG 

F S P P P NVTASP SMDGXi L A G P — 

rfeACAATGCCACAAGCTCCTCGGCAACAGTTTCCATATCAACCAAATTATGGAATGGGACA 

396lH + + + + + - + 4020 

^TGTTACGGTGTTCGAGGAGGCGTTGTCAAAGGTATAGTTGGTTTAATACCTTACCCTGT 

£tmpqappqq fpyqpnygmgq- 

^ACAACCAGATCCAGCCTTTGGTCGAGTGTCTAGTCCTCCCAATGCAATGATGTCGTCAAG 
402lH + + + + + 4080 

pftgttggtctaggtcggaaaccagctcacagatcaggagggttacgttactacagcagttc 

Wqpdpafgrvssppnammssr- 

=%vatgggtccctcccagaatcccatgatgcaacacccgcaggctgcatccatctatcagtc 

408l"~ + + + + + + 4140 

TTACCCAGGGAGGGTCTTAGG GTACTACGTTGTGGGCGTCCGACGTAGGTAGATAGTCAG 

MGPSQNPMMQHPQAASIYQS- 

'CTCAGAAATGAAGGGCTGGCCATCAGGAAATTTGGCCAGGAACAGCTCCTTTTCCCAGCA 

4141 + + + + + + 4200 

GAGTCTTTACTTCCCGACCGGTAGTCCTTTAAACCGGTCCTTGTCGAGGAAAAGGGTCGT 

SEMKGWPSGNLARNSSFSQQ- 

' GCAGTTTGCCCACCAGGGGA^.TCCTGCAGTGTATAGTATGGTGCACATGAATGGCAGCAG 

4201 + + - + + + + 4 260 

CGTCAAACGGGTGGTCCCCTIAGGACGTCACAT^ATCATACCACGTGTACTTACCGTCGTC 

QFAHQGNPAVYSMVHMNGS S - 

TGGTCACATGGGACAGATGAfi.CATGAACCCCATGCCCATGTCTGGCATGCCTATGGGTCC 

4261 + + + + + + 4320 

ACCAGTGTACCCTGTCTACT1 GTACTTGGGGTACGGGTACAGACCGTACGGATACCCAGG 
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GHMGQMNMNPMPMSGMPMGP- 

TGATCAGAAATACTGCTGAC^.TCTCTGCACCAGGACCTCTTAAGGAAACCACTGTACAAA 

4321 + + + + + + 4380 

ACTAGTCTTTATGACGACTG1 AGAGACGTGGTCCTGGAGAATTCCTTTGGTGACATGTTT 

D Q " K Y C * 

TGACACTGCACTAGGATTAT1 GGGAAGGAATCATTGTTCCAGGCATCCATCTTGGAAGAA 

4381 ■+- + ; + -»■ 4- 4440 

ACTGTGACGTGATCCTAATAA.CCCTTCCTTAGTAACAAGGTCCGTAGGTAGAACCTTCTT 

AGGACC AGCTTTGAGCTCC A1 C AAGGGTATTTTAAGTG ATGTC ATTTG AGC AGGA 

4441 + + + +-- + 4495 

TCCTGGTCGAAACTCGAGGT^.GTTCCCATAAAATTCACTACAGTAAACTCGTCCT 
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bHLH domain _ - 

1 MSGLGENLDP LASDS lRKRKL PCDTPGQGLT CSGEKRRREO ESKYIEET.AEl 

51 ILISANLSDID NFNVKPDKCA ILKETVRQIR QIKE> QGKTIS NDDDVQKADV 

PAS 'A* domain 

101 SSTGQGVIDK DSLGPLL.LQA L tDGFLF WNR EANIVFVSEN VTOYLQVKOeI 

151 iDLVNTSVYNI LHEEDRKDFL KNLPKSTVNGl VSWTNEPQRQ KSHTFNCRML 

201 MKTPHDILED INASPEMRQR YETMQCFALS QPRAMMEEGE DLQSCMICVA 

PAS 'B* domain 

251 RRITTGERTF PSNPEs fclTR HDLSGKWNI DTNSLRSSMR PGFEDIIRRCl 

3 01 llQRFFSLNDG OSWSQKRHYQ EAYLNGHAl ET PVYRFSLADG TIVTAQTKSK 

3 51 LFRNPVTNDR HGFVSTHFLQ REQNGYRPNP NPVGQGIRPP MAGCNSSVGG 

r*- RAC3.1 

4 01 MSMSPNQGLQ MPSSRAYGLA DPSTTGQMSG ARYGGSSNIA SLTPGPGMQS 

4 51 PSSYQNNNYG LNMSSPPHGS PGLAPNQQNI MISPRNRGSP KIASHQFSPV 

501 AGVHSPMASS GNTGNHSFSS SSLSALQAI'S EGVGTSLLST LSSPGPKLDN 

551 SPNMNITQPS KVSNQDSKSP LGFYCDQNPV ESSMCQSNSR DHLSDKESKE 

j 

601 SSVEGAENQR GPLESKGHKK ILLOLU TCSSD DRGHSSLTNS PLDSSCKESS 

n 

651 VSVTSPSGVS SSTSGGVSST SNMHGSLLQE KHR HLHKLLb NGNSPAEVAK 

m 

7 01 ITAEATGKDT SSITSCGDGN WKQEQLSPK KKENNA ELRY LlJ DRDDPfin& 

751 LSKELQPQVE GVDNKMSQCT SSTIPSSSQE KDPKIKTETS EEGSGDLDNL 

iy 

801 DA lILGDij TSS dfynnsissn gshlgtkqqv fqgtnslglk SSQSVQSIRP 

8 51 PYNRAVSLDS PVSVGSSPPV KNISAFPMLP KQPMLGGNPR MMDSQEN.YGS 

9 01 SMGGPNRNVT VTQTPSSGDW GLPNSKAGRM EPMNSNSMGR PGGDYNTSLP 

951 RPALGGSIPT LPLRSNSIPG ARPVLQQQQQ MLQMRPGEIP MGMGANPYGQ 

10 01 AAASNQLGSW PDGMLSMEQV SHGTQNRPLL RNSLDDLVGP PSNLEGQSDE 

V VI 
10 51 RA{LLDQLjHTL LSNTDATGLE EIDRALG lIPE LVt NOGOALEP KQDAFQGQEA 

1101 AVMMDQKAGL YGQTYPAQGP PMQGGFHLQG QSPSFNSMMN QMNQQGNFPL 

Q-rich domain 

1151 QGMHPRANIM RPRTNTP KQL RMQLOORLOG OQFLNQSRQA LELKMENPTA 
\ RAC3 1 

12 01 GGAAVMRPMM OPOQGFLNAQ MVAQRSRELL SHHFROORVA MMMOOOflp pQ 

12 51 QQQQQQQQQQ QQQQQQQQQT QAFSPPPNVT ASPSMDGLLA GPTMPQAPPO 

13 01 QFPYQPNYGM GOO PDPAFGR VSSPPNAMMS SRMGPSQNPM MQHPQAASIY 
13 51 QSSEMKGWPS GNLAKNSSFS QQQFAHQGNP AVYSMVHMNG SSGHMGQMNM 
1401 NPMPMSGMPM GPDQKYC* 
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